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crescentus and, 639-40 
GISA 
vancomycin resistance in 
Staphylococcus aureus 
and, 659 
Glanders 
bioterrorism and, 170 
Gliding motility 
type IV pili and twitching 
motility, 293-94 
Global chromosome 
replication controls 
chromosome replication 
control in Caulobacter 
crescentus and, 646-48 
Global regulatory changes 
vancomycin resistance in 
Staphylococcus aureus 
and, 669-70 
Global studies 
of repression 
bacterial genomics and 
gene expression, 
617-18 
Glucose metabolism 
microsporidia and, 109 
Glycopeptide resistance 
vancomycin resistance in 
Staphylococcus aureus 
and, 657-70 
Gold-bearing minerals 
heavy metal mining using 
microbes and, 65-86 
GPR1/GPA2 pathway 
yeast aging and, 775-77 


[GR*] 
fungal prions and, 710, 718 
Gram-negative bacteria 
bacteriocins and, 118-19 
cross-species infections 
and, 542-49 
Pseudomonas porins and, 
17-34 
solvent tolerance and, 
743-62 
Gram-positive bacteria 
bacterial genomics and 
gene expression, 613 
bacteriocins and, 119-21 
cross-species infections 
and, 549-50 
Grappling hooks 
type IV pili and twitching 
motility, 289-307 
“Greasy slide” 
Pseudomonas porins and, 
24, 26 
groEL gene 
bacteriocins and, 130 
“Ground glass” edge 
type IV pili and twitching 
motility, 291 
Growth control 
yeast aging and, 781-82 
GRSA 
vancomycin resistance in 
Staphylococcus aureus 
and, 659 
GuHCl 
fungal prions and, 725-26 
gyr genes 
bacterial chromosome 
segregation and, 570 
bacteriocins and, 130 
chromosome replication 
control in Caulobacter 
crescentus and, 646 


H 
Haemophilus spp. 
bacteriocins and, 121 
Hafnia alvei 
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bacteriocins and, 130 
Halobacterium spp. 
soil and rhizosphere 
microbial communities, 
225 
Halocins 
bacteriocins and, 118, 121 
Haloferax spp. 
anaerobic aromatic 
degradation and, 351 
Halogen groups 
anaerobic aromatic 
degradation and, 355-56 
Halophia stipulacea 
soil and rhizosphere 
microbial communities, 
225 
Hantaviruses 
bioterrorism and, 171 
Hanuman Redux 2001 
exercise 
bioterrorism and, 173 
hapB gene 
Aspergillus fumigatus 
molecular biology and, 
448 
hasR gene 
Pseudomonas porins and, 
21 
HDAI gene 
yeast aging and, 779, 784 
Heat shock proteins 
fungal prions and, 726-27 
yeast aging and, 779-81 
Heavy metal mining 
using microbes 
Acidianus, 74 
Acidiphilium, 72 
Acidothiobacillus, 70 
Acidothiobacillus 
ferrooxidans, 70-71 
biodiversity, 68-74 
biooxidation 
mechanism, 81—85 
commercial mineral 
biooxidation processes, 
69-74 


current biomining 
processes, 75-81 
detection, 68-74 
Ferroplasma and 
relatives, 73-74 
future research, 85-86 
general characteristics, 
67-68 
genomics, 75 
history, 67 
important 
microorganisms, 69-72 
introduction, 66 
irrigation-type 
processes, 76-78 
isolation, 68-74 
Leptospirillum, 71-72 
mesophiles, 69 
Metalosphaera, 74 
moderate thermophiles, 
69 
molecular biology, 75 
potentially important 
microorganisms, 72—74 
stirred tank processes, 
78-81 
Sulfobacillus and 
relatives, 73 
Sulfolobus, 74 
thermophiles, 69 
Heavy metals 
soil and rhizosphere 
microbial communities, 
218-19 
Helicobacter pylori 
bacterial species and, 464, 
479-80 
bacteriocins and, 121 
Helveticins 
bacteriocins and, 120 
Hemagglutinin 
poliovirus cell entry and, 
679-80 
Hematological malignancies 
Aspergillus fumigatus 
molecular biology and, 
433 


Heme 
Pseudomonas porins and, 
27, 31 
hemE gene 
chromosome replication 
control in Caulobacter 
crescentus and, 635-37, 
639-40 
Hemorrhagic fever viruses 
bioterrorism and, 167, 
169-71, 177 
Hepacivirus 
West Nile virus molecular 
biology and, 373 
Hepatocyte growth factor 
(HGF) 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
51 
Heptane 
solvent tolerance in 
Gram-negative bacteria 
and, 750 
Herbicide resistance protein 
inteins and, 282 
Herbicides 
soil and rhizosphere 
microbial communities, 
219-20 
[Het-s] 
fungal prions and, 706, 
708-16, 721, 730 
Heterogeneity 
Mesomycetozoea and, 
315-39 
Heterokaryon incompatibility 
fungal prions and, 703 
Heterologous gene transfer 
bacterial species and, 
468 
Heterotrophs 
acetogenic 
anaerobic aromatic 
degradation and, 
345-62 
Hexane 
solvent tolerance in 
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Gram-negative bacteria 
and, 743, 746, 753 
hgl genes 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
45, 56-58 
Hidden Markov model 
inteins and, 276 
High-affinity metal transport 
transition metal transport in 
yeast and, 237, 240-44, 
247-49, 251-52, 254-56 
Highly-structured microbial 
communities 
biofilms as complex 
differentiated 
communities and, 200-1 
High-temperature processes 
heavy metal mining using 
microbes and, 65-86 
HIS3 gene 
bacterial genomics and 
gene expression, 600 
transition metal transport in 
yeast and, 241, 246-47, 
253 
Histoplasma capsulatum 
drug resistance in Candida 
albicans and, 140 
HKY835 substitution model 
inteins and, 266-67 
Mesomycetozoea and, 317 
HNH motif 
inteins and, 269, 276 
hol genes 
chromosome replication 
control in Caulobacter 
crescentus and, 646 
type IV pili and twitching 
motility, 301 
Holophaga spp. 
soil and rhizosphere 
microbial communities, 
222-23 
Homeostasis 
biofilms as complex 
differentiated 


communities and, 
187-205 
Homing endonuclease 
inteins and, 263-82 
Homoplasy 
bacterial species and, 475 
Horizontal transfer 
drug resistance in Candida 
albicans and, 152 
inteins and, 273-74, 277, 
280 
Host defense response 
cross-species infections 
and, 552-57 
hph gene 
Aspergillus fumigatus 
molecular biology and, 
437 
HSP genes 
fungal prions and, 716, 
719, 724-27, 730 
microsporidia and, 102, 
106, 109-10 
Human immunodeficiency 
virus (HIV) 
drug resistance in Candida 
albicans and, 139, 
143-44, 146-48 
microsporidia and, 94 
poliovirus cell entry and, 
677 
Humic substances 
anaerobic aromatic 
degradation and, 345, 
348-49 
hupA gene 
bacterial chromosome 
segregation and, 572 
hVISA 
vancomycin resistance in 
Staphylococcus aureus 
and, 657, 660-68 
HXK2 gene 
yeast aging and, 776 
Hydrodynamics 
biofilms as complex 
differentiated 


communities and, 
187-205 
Hydrogenophaga pseudoflava 
polyhydroxyalkanoate 
degradation and, 421 
Hydrophobic pocket 
poliovirus cell entry and, 
687 
Hydroquinones 
anaerobic aromatic 
degradation and, 357 
4-Hydroxybenzoate 
anaerobic aromatic 
degradation and, 353, 356 
solvent tolerance in 
Gram-negative bacteria 
and, 759 
Hydroxylated compounds 
anaerobic aromatic 
degradation and, 356-57 
Hygromycin B 
Aspergillus fumigatus 
molecular biology and, 
437, 439 
Hyper-immunity state 
bacteriocins and, 128 
Hypersensitive DNA 
structures 
genome remodeling in 
ciliated protozoa and, 
511-12 


I 
Ichthyophonus spp. 
Mesomycetozoea and, 
315-38 
icmP gene 
Pseudomonas porins and, 
21 
Icosahedral vertex 
common principles in viral 
entry and, 527-29 
Icthyosporea 
Mesomycetozoea and, 
315-39 
igl genes 
Entamoeba histolytica 





$12 SUBJECT INDEX 





Gal/GalNAc lectin and, 
47 
IHF protein 
chromosome replication 
control in Caulobacter 
crescentus and, 638-39, 
643 
IL-4 gene 
bioterrorism and, 177 
Imidazoles 
drug resistance in Candida 
albicans and, 142 
Imipenem 
bioterrorism and, 180 
Pseudomonas porins and, 
19 
Immune response 
bacteriocins and, 118, 
120-21, 123-24 
cross-species infections 
and, 552-54 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
39, 59 
West Nile virus molecular 
biology and, 391 
Immunosuppression 
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Aspergillus fumigatus 


molecular biology and, 


433-50 
InBase program 
inteins and, 266-67, 
274-75 
Industrial activities 
anaerobic aromatic 
degradation and, 345-62 
Infection 
bacteriocins and, 131 
common principles in viral 
entry and, 521-34 
cross-species infections 
and, 539-58 
microsporidia and, 96-99 
Influenza virus 
bioterrorism and, 175 
history of research, 10 


poliovirus cell entry and, 
677, 679-80 
Innate immunity 
cross-species infections 
and, 552-54 
Insects 
cross-species infections 
and, 543-44 
Integrated communities 
biofilms as complex 
differentiated 
communities and, 
187-205 
Inteins 
acquisition of nonparasitic 
functions, 277—79 
biotechnology 
applications, 280-82 
breaking homing cycle, 
277, 279 
complex recognition sites, 
278-79 
conclusions, 282 
conserved motifs, 269 
cyclic reinvasion model for 
endonuclease 
maintenance, 272-74 
definitions, 264 
distribution, 265—70 
endonuclease loss, 273—74 
homing endonucleases, 
270-72 
horizontal transfer, 273-74 
introduction, 264—65 
large inteins, 267 
location, 279-80 
mini-inteins, 267 
miscellaneous functions, 
278-79 
multiple origins, 276—77 
nomenclature, 264—65 
origin, 274-77 
parasites helping one 
another, 278 
parasitic genes, 270-80 
phylogenetic tree, 274-75 
position within host 


proteins, 266-69 
protein splicing 
mechanism, 270 
regulation of expression 
and development, 277, 
279 

selfish genes, 272 

sex, 273 

split inteins, 267, 269 

structure, 265-70 

three-dimensional 
structures, 270 

types, 265-70 

Internal eliminated sequences 
removal of 
genome remodeling in 
ciliated protozoa and, 
489, 492, 497-502 
Internal network 

poliovirus cell entry and, 

687-88 
Intrinsic resistance 
Pseudomonas porins and, 
18-19 
Introns 
inteins and, 263-82 
In vivo expression technology 
(IVET) 

Aspergillus fumigatus 
molecular biology and, 
449-50 

i-PHA depolymerases 
polyhydroxyalkanoate 
degradation and, 403, 
422-26 
i-PHB depolymerases 
polyhydroxyalkanoate 
degradation and, 423-24 
Iron 

transition metal transport in 

yeast and, 237-47 
Iron oxides 

anaerobic aromatic 
degradation and, 345, 
347, 351 

heavy metal mining using 
microbes and, 65-86 
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Irreversible attachment 
biofilms as complex 
differentiated 
communities and, 193-95 
Irrigation-type processes 
heavy metal mining using 
microbes and, 76-78 
IRTI gene 
transition metal transport in 
yeast and, 251-52 
Isolate LKM51 
Mesomycetozoea and, 
319-20, 330, 338 
Isomerase 
cis to trans 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 745-48 
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fungal prions and, 717-18 
Itraconazole 
drug resistance in Candida 
albicans and, 142, 144 


ITS-restriction fragment 
length polymorphism 
(ITS-RFLP) 

soil and rhizosphere 
microbial communities, 
214 


J 
Japanese encephalitis virus 
serogroup 
West Nile virus molecular 
biology and, 373 
Junin 
bioterrorism and, 170 


K 
KEGG database 
bacterial genomics and 
gene expression, 602 
Ketoconazole 
drug resistance in Candida 
albicans and, 142 
[KIL-d]} 
fungal prions and, 710, 716 


Killing breadth 
bacteriocins and, 129-30 
Kinetic trapping 
poliovirus cell entry and, 
685 
Kingella spp. IV pili and 
twitching motility, 290 
Klebicins 
bacteriocins and, 121, 123 
Klebsiella spp. 
bacteriocins and, 123, 126, 
130 
chromosome replication 
control in Caulobacter 
crescentus and, 636 
soil and rhizosphere 
microbial communities, 
223 
Kluyveromyces lactis 
fungal prions and, 729 
k-means clustering 
bacterial genomics and 
gene expression, 609 
Knockdowns 
Aspergillus fumigatus 
molecular biology and, 
442-46 
genome remodeling in 
ciliated protozoa and, 508 
solvent tolerance in 
Gram-negative bacteria 
and, 750, 755, 758-59, 
762 
Knockouts 
genome remodeling in 
ciliated protozoa and, 
508 
Krebs cycle 
yeast aging and, 773 


L 
Lac—/Lac-+ clones 
history of research, 13 
lac operon 
bacterial genomics and 
gene expression, 600, 614 
Lactic acid bacteria 


bacteriocins and, 118, 120, 
131-32 
Lacticins 
bacteriocins and, 120 
Lactobacillus spp. 
bacteriocins and, 118 
Lactocin 
bacteriocins and, 120 
Lactococcins 
bacteriocins and, 120 
Lactococcus spp. 
bacteriocins and, 120 
lacZ reporter gene 
Aspergillus fumigatus 
molecular biology and, 
447-48 
bacterial chromosome 
segregation and, 580 
biofilms as complex 
differentiated 
communities and, 193 
LAGI gene 
yeast aging and, 780-82, 
785 
LAGLIDADG motif 
inteins and, 266-67, 269, 
276, 278 
A red gene 
Aspergillus fumigatus 
molecular biology and, 
44445 
Lantibiotics 
bacteriocins and, 120 
Large subunit ribosomal RNA 
(LSU rRNA) 
microsporidia and, 101, 
106 
las genes 
biofilms as complex 
differentiated 
communities and, 195-96 
type IV pili and twitching 
motility, 305 
Lassa fever 
bioterrorism and, 170 
Late replication 
genome remodeling in 





814 SUBJECT INDEX 





ciliated protozoa and, 507 
Latrunculin A 
fungal prions and, 726 
Lectin-carbohydrate 
interactions 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
39-60 
Legionella pneu:nophila 
cross-species infections 
and, 547-49 
polyhydroxyalkanoate 
degradation and, 421 
type IV pili and twitching 
motility, 290 
Length heterogeneity PCR 
(LH-PCR) 
soil and rhizosphere 
microbial communities, 
215 
Leptospirillum spp. 
heavy metal mining using 
microbes and, 71-72 
Leptothrix sp 
polyhydroxyalkanoate 
degradation and, 409-10 
Leucocin A 
bacteriocins and, 120 
Leuconocin S 
bacteriocins and, 120 
Limanda feruginea 
Mesomycetozoea and, 325 
Limited replicative life span 
yeast aging and, 782-83 
Lipopolysaccharides (LPS) 
solvent tolerance in 
Gram-negative bacteria 
and, 750 
Listeria monocytogenes 
bacteriocins and, 120, 
131-32 
Localized homeostatic 
environment 
biofilms as complex 
differentiated 
communities and, 
187-205 


lon gene 
history of research, 14 
Long branch attraction 
microsporidia and, 101 
Longevity 
yeast aging and, 769-86 
Loss-of-function mutations 
fungal prions and, 712-13 
Low-affinity metal transport 
transition metal transport in 
yeast and, 237, 245-46, 
249, 252 
lppL gene 
Pseudomonas porins and, 
21 
Irg gene 
solvent tolerance in 
Gram-negative bacteria 
and, 758 
LST8 gene 
yeast aging and, 774 
luxCDABE operon 
bacterial genomics and 
gene expression, 612-13 
Lysozymes 
bacteriocins and, 118 


M 
MACI gene 
transition metal transport in 
yeast and, 250 
Macronuclear development 
genome remodeling in 
ciliated protozoa and, 
489, 491-513 
Manganese 
transition metal transport in 
yeast and, 237, 254-56 
Mansonia spp. 
West Nile virus molecular 
biology and, 373 
Marburg hemorrhagic fever 
bioterrorism and, 170, 177 
marRAB operon 
solvent tolerance in 
Gram-negative bacteria 
and, 753-54 


Maturation cleavage 
poliovirus cell entry and, 
677-96 
Maximum likelihood 
Mesomycetozoea and, 317 
MDRI gene 
drug resistance in Candida 
albicans and, 148, 152-53 
Megaplasmids 
bacteriocins and, 121 
Melting temperature 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 746-48 
Membrane fusion 
common principles in viral 
entry and, 521-34 
solvent tolerance in 
Gram-negative bacteria 
and, 751, 756 
MEME program 
bacterial genomics and 
gene expression, 610 
Mesomycetozoea 
Amoebidium parasiticum, 
322-23 
Anurofeca richardsi, 
323-24 
close relatives, 336-38 
Dermatocystidium spp.. 
330-32 
evolution of traits common 
to all, 336-38 
future research, 338—39 
Ichthyophonus hoferii, 
324-25 
Ichthyophonus irregularis, 
324-25 
introduction, 316-19, 321 
isolate LKMS1, 330 
members of class, 322-30 
order Dermatocystida, 
330-35 
order Ichthyophonida, 
322-30 
Pseudoperkinsus tapetis, 
326-27 
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Psorospermium haeckeli, 
327-28 
relationships with other 
clades arising near 
animal-fungal divergence, 
335-36 
Rhinosporidium seeberi, 
332-33 
rosette agent, 334-35 
Sphaerosoma arcticum, 
328-30 
Mesorhizobium loti 
Pseudomonas porins and, 
30 
Messenger RNA (mRNA) 
profiles 
bacterial genomics and 
gene expression, 599 
Metabolism 
anaerobic aromatic 
degradation and, 345-62 
bacteriocins and, 117 
microsporidia and, 
93-111 
yeast aging and, 769-86 
Metalosphaera spp. 
heavy metal mining using 
microbes and, 74 
Metals 
transition metal transport in 
yeast and, 237-56 
Metastability 
fungal prions and, 709-10 
poliovirus cell entry and, 
677-96 
Methanococcus jannaschii 
inteins and, 265 
Methanospirillum hungatei 
anaerobic aromatic 
degradation and, 359 
Methoxylated compounds 
anaerobic aromatic 
degradation and, 355 
Methy! naphthalene 
anaerobic aromatic 
degradation and, 357 
mex genes 


Pseudomonas porins and, 
32-33 
solvent tolerance in 
Gram-negative bacteria 
and, 756-57 
Micado database 
bacterial genomics and 
gene expression, 603 
Miconazole 
drug resistance in Candida 
albicans and, 142 
Microallopatry 
bacterial species and, 468 
Microbial communities 
biofilms as complex 
differentiated 
communities and, 
187-205 
interactions in soil and 
rhizosphere ecosystems 
addition of pollutants to 
soil, 219 
agricultural 
management, 220-21 
alternatives to PCR 
approaches, 216-17 
bacterial antibiotic 
production, 224-25 
changes in uncultured 
bacterial communities 
with disturbance, 
218-21 
community function in 
soil, 217-18 
culture-dependent 
methods of assessing 
microbial diversity, 
221-22 
culture-independent 
assessments of 
microbial 
communities, 213-14 
culture-independent 
methods of assessing 
microbial diversity, 
214-18, 221-22 
early analyses of 


microbial diversity in 
soils by molecular 
means, 213-14 
epiphytic bacterial 
diversity, 225 
future research, 226-28 
heavy metals, 218-19 
host plant influence on 
rhizosphere bacterial 
communities, 222-23 
introduction, 212 
nonmethanogenic 
Archaea in soil, 
225-26 
PCR-based methods, 
214-16 
pesticide treatment, 
219-20 
plant disease, 224 
plant nutrient status, 225 
rhizosphere, 222-25 
soil particle size, 222 
soil-root interface, 
222-25 
transgenic plants, 
223-24 
Microbial degradation 
polyhydroxyalkanoates 
and, 403-26 
Microbial diversity 
soil and rhizosphere 
microbial communities, 
211-38 
Micrococcus spp. 
bacteriocins and, 120 
polyhydroxyalkanoate 
degradation and, 421 
Micronucleus 
genome remodeling in 
ciliated protozoa and, 
491-92, 497-98, 502-S, 
509-10, 512 
Microsporidia 
reduced intracellular 
parasites and 
core metabolism, 107—10 
evolution, 100-7 
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future research, 110-11 
genomics, 99-100 
infection, 96-99 
introduction, 93-95 
life cycle, 96-99 
origin, 100-7 
phylogeny, 100-7 
spore, 95-96 
Mineral biooxidation 
heavy metal mining using 
microbes and, 65—86 
min genes 
bacterial chromosome 
segregation and, 572, 584, 
587 
Minimum inhibitory 
concentration (MIC) 
drug resistance in Candida 
albicans and, 143-44, 
152, 154-56 
Pseudomonas porins and, 
19 ’ 
vancomycin resistance in 
Staphylococcus aureus 
and, 659-60, 662, 665, 
667-68, 670 
Mining 
heavy metal 
microbes and, 65-86 
Minomiya spp. 
West Nile virus molecular 
biology and, 373 
Minus-strand 3’ terminal SL 
West Nile virus molecular 
biology and, 388 
mmoB gene 
soil and rhizosphere 
microbial communities, 
216 
Moderate thermophiles 
heavy metal mining using 
microbes and, 69 
Molds 
Aspergillus fumigatus 
molecular biology and, 
433-50 
Molecular chaperones 


fungal prions and, 716, 
719, 724-28, 730 
Monomeric chromosome 
substrates 
bacterial chromosome 
segregation and, 569-72 
Monoplotes crassus 
genome remodeling in 
ciliated protozoa and, 494 
Moraxella spp. 
type IV pili and twitching 
motility, 290-91, 298 
Mosquito-borne flavivirus 
West Nile virus molecular 
biology and, 371-92 
Mousepox virus 
bioterrorism and, 177 
MSN genes 
yeast aging and, 778, 781 
MUC2 gene 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
42 
mukB gene 
bacterial chromosome 


segregation and, 569, 572, 


578-82 
Multicellular communities 
biofilms as complex 
differentiated 
communities and, 203-5 
Multidrug resistance 
Pseudomonas porins and, 
33 
solvent tolerance in 
Gram-negative bacteria 
and, 750, 753-54, 757-58 
Multihost pathogens 
cross-species infections 
and, 539, 541-50 
Multilocus sequence typing 
(MLST) 
bacterial species and, 457, 
478-81 
Multiple efflux pumps 
solvent tolerance in 
Gram-negative bacteria 


and, 754-57 
Mutacin B-Ny266 
bacteriocins and, 120 
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soil and rhizosphere 
microbial communities, 
216 
Mycobacterium spp. 
bacteriocins and, 120 
inteins and, 265, 270, 281 
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biofilms as complex 
differentiated 
communities and, 193 
type IV pili and twitching 
motility, 289, 291-96, 
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Pseudomonas porins and, 
32 
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solvent tolerance in 
Gram-negative bacteria 
and, 758 
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anaerobic aromatic 
degradation and, 357-58 
NCBI database 
bacterial genomics and 
gene expression, 602 
Neisseria spp. 
bacterial species and, 464, 
477-81 
bacteriocins and, 121 
type IV pili and twitching 
motility, 289-91, 294-95, 
297-302, 305-6 
Neocallimastix strain MC-2 
anaerobic aromatic 
degradation and, 354 
neo gene 
Aspergillus fumigatus 
molecular biology and, 
439-41 
Neomonada 
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Mesomycetozoea and, 
315-39 
Neosartorya spp. 
Aspergillus fumigatus 
molecular biology and, 
436 
Nerve agent VX 
bioterrorism and, 174 
Neurospora crassa 
Aspergillus fumigatus 
molecular biology and, 
437-38 
genome remodeling in 
ciliated protozoa and, 506 
history of research, 8 
inteins and, 264 
Neutral markers 
drug resistance in Candida 
albicans and, 146 
nfx genes 
Pseudomonas porins and, 
33 
niaA gene 
Aspergillus fumigatus 
molecular biology and, 
438 
Niches 
biofilms as complex 
differentiated 
communities and, 
187-205 
Nicin 
bacteriocins and, 117 
nifH gene 
soil and rhizosphere 
microbial communities, 
216 
Nipah virus 
bioterrorism and, 171 
nir genes 
soil and rhizosphere 
microbial communities, 
216 
nis genes 
bacteriocins and, 120 
Nisin 
bacteriocins and, 120-21 
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anaerobic aromatic 
degradation and, 355 
fungal prions and, 703, 718 
Nitrotoluenes 
anaerobic aromatic 
degradation and, 355 
Nosema spp. 
microsporidia and, 94, 
96-97, 100, 105, 108 
Nosocomial infection 
bacteriocins and, 131 
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inteins and, 266—67, 274, 
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nosZ gene 
soil and rhizosphere 
microbial communities, 
216 
nPHA granules 
polyhydroxyalkanoate 
degradation and, 421-22 
NRAMP family 
transition metal transport in 
yeast and, 255 
NS proteins 
West Nile virus molecular 
biology and, 378-84 
[NU*] 
fungal prions and, 718, 730 
Nuclear dualism 
genome remodeling in 
ciliated protozoa and, 
490-92 
Nuclearia spp. 
Mesomycetozoea and, 
335-38 
Nucleoid 
bacterial chromosome 
segregation and, 571, 
574-76, 580, 582, 588 


oO 
Obeta8 program 
inteins and, 274-75 
Ochromonas danica 
Mesomycetozoea and, 317 


Octane 
solvent tolerance in 
Gram-negative bacteria 
and, 746, 748 
Octanol 
solvent tolerance in 
Gram-negative bacteria 
and, 748, 750, 754 
omlA gene 
Pseudomonas porins and, 
21 
ompA gene 
bacteriocins and, 130 
Onchorhynchus tshawytscha 
Mesomycetozoea and, 334 
Operon organization 
bacterial genomics and 
gene expression, 610-11 
opr genes 
Pseudomonas porins and, 
17, 19, 21-26, 31-33 
solvent tolerance in 
Gram-negative bacteria 
and, 757 
opuE gene 
bacterial genomics and 
gene expression, 619 
Ordered collections 
bacterial genomics and 
gene expression, 611 
Organic solvents 
Gram-negative bacteria 
and, 743-62 
oriC region 
bacterial chromosome 
segregation and, 568, 
573-76, 578-79, 583, 
586 
chromosome replication 
control in Caulobacter 
crescentus and, 630-34, 
636-37, 639, 645 
Outer membrane proteins 
solvent tolerance in 
Gram-negative bacteria 
and, 751, 755-56 
Outer-membrane porins 
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Pseudomonas porins and, 
19-22, 28-30 
Oxidation 
anaerobic aromatic 
degradation and, 353 
heavy metal mining using 
microbes and, 65-86 
Oxidative stress 
yeast aging and, 769, 771, 
777-82 
Oxygen 
transition metal transport in 
yeast and, 237, 239-40, 
242, 245-46, 251 
Oxytricha spp. 
genome remodeling in 
ciliated protozoa and, 
492, 495, 497, 499, 
502-4, 507, 509 


P 
pabaA gene 
Aspergillus fumigatus 
molecular biology and, 
439, 449 
Palmitoleic acid 
solvent tolerance in 
Gram-negative bacteria 
and, 747 
Panipenem 
Pseudomonas porins and, 
19 
PAO! protein 
Pseudomonas porins and, 
17-18 
Paracoccus denitrificans 
anaerobic aromatic 
degradation and, 348 
polyhydroxyalkanoate 
degradation and, 424-25 
Paramecium spp. 
fungal prions and, 731 
genome remodeling in 
ciliated protozoa and, 
492-93, 495, 497, 
499-501, 504-6 
Parascaris spp. 


genome remodeling in 
ciliated protozoa and, 490 
Parasites 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
39-60 
microsporidia and, 93-111 
solvent tolerance in 
Gram-negative bacteria 
and, 759 
Parasitic genes 
inteins and, 263, 270-80 
par genes 
bacterial chromosome 
segregation and, 567-69, 
572, 577, 581, 583-88 
chromosome replication 
control in Caulobacter 
crescentus and, 646 
Partitioning 
bacterial chromosome 
segregation and, 567-88 
Pasteurella multocida 
type IV pili and twitching 
motility, 290 
Patient populations 
drug resistance in Candida 
albicans and, 139, 141, 
158 
Paucimonas lemoignei 
polyhydroxyalkanoate 
degradation and, 403, 
408-11, 413-21, 423 
pbp4 gene 
vancomycin resistance in 
Staphylococcus aureus 
and, 668 
pColJ plasmids 
bacteriocins and, 126 
Pdd proteins 
genome remodeling in 
ciliated protozoa and, 
507-9 
PDRS gene 
drug resistance in Candida 
albicans and, 152-53 
Pébrine (Pepper disease) 


microsporidia and, 94 
Pediocin 
bacteriocins and, 120, 132 
Penicillin 
bioterrorism and, 179-80 
history of research, 4 
Penicillium chrysogenum 
Aspergillus fumigatus 
molecular biology and, 
441 
n-Pentane 
solvent tolerance in 
Gram-negative bacteria 
and, 751 
Peptidoglycans 
vancomycin resistance in 
Staphylococcus aureus 
and, 665-68 
Periodic selection 
bacterial species and, 467, 
469, 471-73, 475 
Pesticides 
soil and rhizosphere 
microbial communities, 
219-20 
Pestivirus 
West Nile virus molecular 
biology and, 373 
pfeA gene 
Pseudomonas porins and, 
21, 27, 31 
pgi gene 
bacteriocins and, 130 
pha genes 
polyhydroxyalkanoate 
degradation and, 420, 425 
Phage proteins 
inteins and, 263-82 
PhaZ7 thermoalkalophilic 
hydrolase 
polyhydroxyalkanoate 
degradation and, 414-18 
PHB depolymerase 
polyhydroxyalkanoate 
degradation and, 403-26 
Phenanthrene 
solvent tolerance in 
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Gram-negative bacteria 
and, 756 
Phenazine-1-carboxylic acid 
(PCA) 
soil and rhizosphere 
microbial communities, 
224 
Phenol 
anaerobic aromatic 
degradation and, 345, 
353, 356 
solvent tolerance in 
Gram-negative bacteria 
and, 747 
Phenotype 
bacterial species and, 457, 
459-60 
biofilms as complex 
differentiated 
communities and, 
187-205 
fungal prions and, 703-31 
genome remodeling in 
ciliated protozoa and, 505 
type IV pili and twitching 
motility, 291-94 
1-Phenylethanol 
anaerobic aromatic 
degradation and, 358 
Phenylphosphate 
anaerobic aromatic 
degradation and, 356 
Phleomycin 
Aspergillus fumigatus 
molecular biology and, 
437, 439 
Phospholipid fatty acid 
analysis 
soil and rhizosphere 
microbial communities, 
216 
Phospholipid headgroup 
composition 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 745, 748-49 
Phosphorylation 


chromosome replication 
control in Caulobacter 
crescentus and, 625, 
628-29 
Photorhabdus luminescens 
bacterial genomics and 
gene expression, 613 
Phthalates 
anaerobic aromatic 
degradation and, 356 
phuR gene 
Pseudomonas porins and, 
22 
Phylogenetic analysis using 
parsimony (PAUP) 
bacterial species and, 477 
inteins and, 274-75 
Mesomycetozoea and, 
317 
Phylogeny 
bacterial species and, 472, 
475-80 
bacteriocins and, 130 
inteins and, 274-75, 277 
Mesomycetozoea and, 
315-39 
microsporidia and, 93, 
100-7 
veast aging and, 769 
Physiologically-integrated 
microbial communities 
biofilms as complex 
differentiated 
communities and, 
199-200 
Phytophthora spp. 
soil and rhizosphere 
microbial communities, 
224 
Pichia spp. 
fungal prions and, 729 
transition metal transport in 
yeast and, 242 
pil genes 
chromosome replication 
control in Caulobacter 
crescentus and, 640 


Pseudomonas porins and, 
22 
type IV pili and twitching 
motility, 294-303, 306-7 
Pili 
type IV 
twitching motility and, 
289-307 
[PIN*] 
fungal prions and, 706, 
709-10, 718, 721, 724, 
730 
Piscicolin 
bacteriocins and, 132 
pJHC-MW1 
plasmidacteriocins and, 
126 
pKlebB plasmid 
bacteriocins and, 123, 126 
pksP gene 
Aspergillus fumigatus 
molecular biology and, 
442, 449 
Plague 
bioterrorism and, 167-68, 
170, 172-73 
Planktonic phenotypes 
biofilms as complex 
differentiated 
communities and, 
187-205 
Plant-microbe interactions 
soil and rhizosphere 
microbial communities, 
211-28 
Plants 
anaerobic aromatic 
degradation and, 345-62 
cross-species infections 
and, 542-43 
type IV pili and twitching 
motility, 289-90 
Plasma membrane 
transition metal transport in 
yeast and, 237-56 
Plasmid DNA segregation 
bacterial chromosome 
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segregation and, 584-85 
pmoA gene 
soil and rhizosphere 
microbial communities, 
216 
Podospora anserina 
fungal prions and, 703-4, 
706, 713 
Polar localization 
chromosome replication 
control in Caulobacter 
crescentus and, 646-48 
Poliovirus cell entry 
activated intermediate, 
685-86 
additional intermediates, 
693-94 
altered particles, 684-85 
A particle, 683-85, 
691-94 
assembly 


assembly linked to entry, 


678-79 
proteolytic processing 
associated with viral 
assembly, 680-81 
autocatalytic cleavage of 
VPO, 688-89 
CAM.-like receptors, 
692-94 


canyon hypothesis, 692-94 


capsid-binding antiviral 
agents stabilize virus via 
entropic effects, 685 

cell entry intermediates, 
691-94 

common themes in viral 
entry, 678-80 

conversion facilitated by 
lowering activation 
barrier, 685 

cryo-electron microscopy, 
691 

empty capsid assembly 
intermediate, 687-89 

hydrophobic pocket in 
VP1, 687 


influenza hemagglutinin, 
679-80 

internal network, 687-88 

introduction, 678 

kinetic trapping, 685 

life cycle of polio- and 
related viruses, 680—86 

metastable state, 689 

model may be general, 680 

outer surface, 687 

receptor binding, 681-86 

RNA exit from virion, 694 

snapshots of cell entry 
pathway, 686-94 

80S particle, 691-94 

structural alterations, 
682-83 

virion, 685—94 

virus-receptor complex, 
689-91 

VP4 and N terminus of 
VP1 exit virion, 692-93 

working model, 694-96 


Polyenes 


drug resistance in Candida 
albicans and, 142, 144 


Polyhydroxyalkanoates 


(PHA) 
microbial degradation of 
assay systems, 422-23 
biochemical properties 
of extracellular dCPHA 
depolymerases, 408-9 
characterization of 
extracellular 
dPHA-degrading 
microorganisms, 407-8 
definitions, 404—6 
enantioselectivity, 418 
extracellular 
degradation, 406—20 
functional analysis of 
dPHAmci 
depolymerases, 418-19 
functional analysis of 
dPHAsci 
depolymerases, 409-14 


general aspects on 
isolation of 
dPHA-degrading 
microorganisms, 406—7 
hydrolysis products, 418 
i-PHA depolymerases, 
422-23 
i-PHAmcL 
depolymerases, 425-26 
i-PHAscL 
depolymerases, 424-25 
i-PHB depolymerases, 
423-24 
infouence of 
physicochemical 
properties of polymer 
on its biodegradability, 
420 
intracellular degradation, 
420-26 
introduction, 404 
mobilization of PHA in 
bacteria, 420-21 
molecular biology of 
dPHAmci 
depolymerases, 418-19 
molecular biology of 
dPHAsci 
depolymerases, 409-14 
nPHA granules, 421-22 
Paracoccus 
denitrificans, 424-25 
PhaZ7, 414-18 
properties of cloned 
bacterial PHA 
depolymerases, 410 
Ralstonia eutropha, 
424-25 
regulation of PHA 
depolymerase 
synthesis, 419-20 
Rhodospirillum rubrum, 
423-24 
thermoalkalophilic 
hydrolase of P. 
lemoignei with 
specificity for 
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amorphous PHAsc_, 
414-18 
Polyhydroxybutyrate 
polyhydroxyalkanoate 
degradation and, 403-26 
Polymerase chain reaction 
(PCR) 

Aspergillus fumigatus 
molecular biology and, 
445, 447-48 

bioterrorism and, 179 

drug resistance in 
Candida albicans and, 
158 

genome remodeling in 
ciliated protozoa and, 
497, 500 

soil and rhizosphere 
microbial 
communities, 214-17 

pop genes 

Pseudomonas porins and, 

22 
Population analysis profiles 
vancomycin resistance in 
Staphylococcus aureus 
and, 660-63 
Population genetics 

drug resistance in Candida 
albicans and, 139, 141, 
144, 149-51, 157-58 

Population-level dynamics 

bacteriocins and, 117, 129 

Position effect variegation 
genome remodeling in 
ciliated protozoa and, 
504, 506 
Postmodern terrorism 
bioterrorism and, 169 
Posttranscriptional regulation 
transition metal transport in 
yeast and, 237, 250, 
253-54 
pPCP1 plasmid 
bacteriocins and, 126 
Prions 
fungal 


agents that can cure 
fungal prions, 725-26 

biological significance, 
728-30 

[C+], 717 

characteristics, 709-16 

conversion to 
self-propagating 
conformational state, 
711-12 

curing, 721-26 

cytoplasmic 
transmission, 713-14 

distribution, 730-31 

dominant, 
non-Mendelian 
segregation, 713-14 

evolutionary 
significance, 728-30 

[GR*], 718 

Hsp104, 726-27 

induction, 721-28 

introduction, 704—9 

(ISP*], 717-18 

[KIL-d], 716 

metastability, 709--10 

molecular chaperones, 
727-28 

[NUT], 718-19 

phenotypic mimicry of 
loss-of-function 
mutations, 712-13 

[PINT], 718 

prion candidates, 716-19 

prion-determining 
regions, 714-16 

prion strains, 719-21 

propagation, 721-28 

protein-based heritable 
elements, 721-28 

sustained expression of 
determinant genes, 
712-13 

Prnp gene 
fungal prions and, 719 
Propagation 
fungal prions and, 721-28 


Propionibacterium spp. 
bacteriocins and, 120 
Propylbenzene 
solvent tolerance in 
Gram-negative bacteria 
and, 750, 755-56 
Protease inhibitors 
drug resistance in Candida 
albicans and, 143 
Proteases 
chromosome replication 
control in Caulobacter 
crescentus and, 625 
Protein kinases 
chromosome replication 
control in Caulobacter 
crescentus and, 625, 
646-48 
yeast aging and, 774, 
776-77, 782, 786 
Protein P 
Pseudomonas porins and, 
24-25 
Proteobacteria 
chromosome replication 
control in Caulobacter 
crescentus and, 625-48 
soil and rhizosphere 
microbial communities, 
213 
type IV pili and twitching 
motility, 290 
Proteolytic processing 
poliovirus cell entry and, 
680-81 
Proteomics 
bacterial genomics and 
gene expression, 618-19 
heavy metal mining using 
microbes and, 86 
Proteus mirabilis 
type IV pili and twitching 
motility, 290 
Protista 
Mesomycetozoea and, 
315-39 
Proton motive force 
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solvent tolerance in 
Gram-negative bacteria 
and, 743, 759 
Prototheca spp. 


Mesomycetozoea and, 323, 


329 
Protozoa 
ciliated 
genome remodeling in, 
489-513 
Mesomycetozoea and, 
315-39 
pscC gene 
Pseudomonas porins and, 
22 
Pseudobactins 
Pseudomonas porins and, 
27 
Pseudohyphal growth 
yeast aging and, 777 
Pseudomonas aeruginosa 
bacterial chromosome 
segregation and, 570 
bacteriocins and, 119, 
122-23 
biofilms as complex 
differentiated 
communities and, 189-99 
cross-species infections 
and, 540, 542-44 
porins and, 17-34 
type IV pili and twitching 
motility, 289-97, 
299-300, 302-6 
Pseudomonas fluorescens 
bacterial species and, 470 
biofilms as complex 
differentiated 
communities and, 197-98 
porins and, 23, 34 
soil and rhizosphere 
microbial communities, 
224 
Pseudomonas porins 
AprF, 33-34 
conclusions, 34 
efflux porins, 32-34 


FptA/PfeA/heme, 27, 31 

FpvA, 27 

gated porins, 26-31 

general porins, 22-24 

introduction, 18-19 

membrane proteins, 20-22 

membranes, 19-20 

multidrug efflux porins, 
33 

OprB family, 26 

OprC, 31 

OprD family, 25-26 

OprF, 22-24 

OprH, 31 

OprM, 

OprP/O, 24-25 

PupA, PupB, 27 

specific porins, 24 

protein secretion, 33—34 

Pseudomonas putida 

biofilms as complex 
differentiated 
communities and, 190, 
193 

porins and, 25-28, 30, 34 

Pseudomonas porins and, 
18 

soil and rhizosphere 
microbial communities, 
224 

Pseudomonas spp. 

anaerobic aromatic 
degradation and, 356 

chromosome replication 
control in Caulobacter 
crescentus and, 636 

common principles in viral 
entry and, 524 

polyhydroxyalkanoate 
degradation and, 409-11, 
413, 418, 420-22, 425 

porins and, 34 

soil and rhizosphere 
microbial communities, 
224-25 

solvent tolerance in 
Gram-negative bacteria 


and, 743, 745-46, 
748-51, 754-61 
type IV pili and twitching 
motility, 290, 297 
Pseudoperkinsus tapetis 
Mesomycetozoea and, 317, 
319-20, 326-27, 329-30 
[PSI*] 
fungal prions and, 703-6, 
708-15, 719-28, 730 
PSI-BLAST program 
inteins and, 266-67, 276 
psi gene 
bacterial chromosome 
segregation and, 582 
Psorosperium spp. 
Mesomycetozoea and, 
315-36, 338 
PupA, PupB receptors 
Pseudomonas porins and, 
27 
Purging of diversity 
bacterial species and, 457, 
462-63, 467, 474-75, 
480 
Purple photosynthetic 
bacteria 
anaerobic aromatic 
degradation and, 354 
Pyochelin 
Pseudomonas porins and, 
27 
Pyocins 
bacteriocins and, 122 
Pyoverdine 
Pseudomonas porins and, 
27 
pyrG gene 
Aspergillus fumigatus 
molecular biology and, 
438-40, 444-45, 447-49 
Pyrococcus spp. 
inteins and, 266, 274, 279, 
281 
Pyrophosphate 
anaerobic aromatic 
degradation and, 359 
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Pyruvate dehydrogenase 
microsporidia and, 106—10 


Q 
Q fever 
bioterrorism and, 169-70 
QT_Clust 
bacterial genomics and 
gene expression, 609-10 
Quasi-equilibrium conditions 
bacteriocins and, 128 
Quorum sensing 
bacteriocins and, 121 
biofilms as complex 
differentiated 
communities and, 196-97 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
39-60 


R 
Rafts 
type IV pili and twitching 


motility, 294, 296 
Ralstonia spp. 
polyhydroxyalkanoate 
degradation and, 409-10, 
421-25 
soil and rhizosphere 
microbial communities, 
218 
type IV pili and twitching 
motility, 290, 301, 306 
Rana pipiens 
Mesomycetozoea and, 
323 
Random amplified 
polymorphic DNA 
(RAPD) 
soil and rhizosphere 
microbial communities, 
214, 220 
Random budding 
yeast aging and, 772 
Rapamycin 
yeast aging and, 774 
RAS genes 


yeast aging and, 773-81, 
784-85 
Rearrangement 
DNA 
genome remodeling in 
ciliated protozoa and, 
489-90, 504-6 
Receptor binding 
poliovirus cell entry and, 
677, 681-86, 689-91 
rec genes 
Aspergillus fumigatus 
molecular biology and, 
a44 
bacterial chromosome 
segregation and, 572 
inteins and, 281 
Reduced intracellular 
parasites 
microsporidia and, 93-111 
Reductases 
transition metal transport in 
yeast and, 237, 239-40, 
244 
Regulation 
bacterial chromosome 
segregation and, 583-88 
chromosome replication 
control in Caulobacter 
crescentus and, 625-48 
Entamoeba histolytica 
Gal/GalNAc lectin and, 
56-58 
fungal prions and, 703, 
717-18 
inteins and, 277, 279 
polyhydroxyalkanoate 
degradation and, 419-20 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 753-54 
transition metal transport in 
yeast and, 237, 246-47, 
250, 252-54, 256 
type IV pili and twitching 
motility, 289, 302-6 
Regulatory network 


organization 
bacterial genomics and 
gene expression, 610-11 
RegulonDB database 
bacterial genomics and 
gene expression, 603 
relA gene 
bacterial genomics and 
gene expression, 600 
Repeat induced silencing 
genome remodeling in 
ciliated protozoa and, 506 
Replication 
bacterial chromosome 
segregation and, 567-88 
common principles in viral 
entry and, 521-34 
West Nile virus molecular 
biology and, 371, 375-77 
Replicon model 
bacterial chromosome 
segregation and, 568 
Replisome 
bacterial chromosome 
segregation and, 578 
Reporter genes 
Aspergillus fumigatus 
molecular biology and, 
446-48 
bacterial genomics arid 
gene expression, 612-13 
Repression 
bacterial genomics and 
gene expression, 617-18 
Resistance 
bacteriocins and, 117, 131 
vancomycin resistance in 
Staphylococcus aureus 
and, 657-70 
Resistance-nodulation-cell 
division (RND) family 
efflux pumps 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 750-53, 759-62 
Resorcinol 
anaerobic aromatic 
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degradation and, 354 
Response regulators 
chromosome replication 
control in Caulobacter 
crescentus and, 625-48 
Retractile motility 
type IV pili and twitching 
motility, 289-306 
Retrograde response 
yeast aging and, 769, 
772-76, 782, 784-86 
Retroviruses 
bioterrorism and, 176, 177 
drug resistance in Candida 
albicans and, 139, 
143-44, 146-48 
microsporidia and, 94 
poliovirus cell entry and, 
677 
Rhinosporidium seeberi 
Mesomycetozoea and, 
317-20, 331-33, 335-37 
Rhizobium spp. 
polyhydroxyalkanoate 
degradation and, 421 
soil and rhizosphere 
microbial 
communities, 224 
Rhizosphere ecosystems 
microbial communities 
and, 211-28 
rhl genes 
biofilms as complex 
differentiated 
communities and, 
195-97 
type IV pili and twitching 
motility, 305 
Rhodobacter spp. 
biofilms as complex 
differentiated 
communities and, 198 
chromosome replication 
control in Caulobacter 
crescentus and, 643 
Rhodopseudomonas palustris 
anaerobic aromatic 


degradation and, 353-54, 
356, 358-61 
Rhodospirillum rubrum 
polyhydroxyalkanoate 
degradation and, 423-24 
Rhodothermus marinus 
inteins and, 274 
18 SSU Ribosomal DNA 
(rDNA) 


Mesomycetozoea and, 323, 


325, 327-28, 332-35, 
337 
Ribosomal intergenic spacer 
analysis (RISA) 
soil and rhizosphere 
microbial communities, 
214, 218, 220 
Ribosomal RNA (rRNA) 
bacterial species and, 474, 
481 
inteins and, 266—67 


Mesomycetozoea and, 316, 


330 
microsporidia and, 101-2, 
106 
soil and rhizosphere 
microbial communities, 
211, 216, 218 
Ricinus communis 
bioterrorism and, 171 
Rickettsia prowazekii 
chromosome replication 
control in Caulobacter 
crescentus and, 636—37, 
642 
Rifampin 
bioterrorism and, 179-81 
ripX gene 
bacterial chromosome 
segregation and, 583 
RNA conserved structures 
West Nile virus molecular 
biology and, 371, 
384-86 
RNA polymerases 
common principles in viral 
entry and, 533 


microsporidia and, 102, 
106 
West Nile virus molecular 
biology and, 381-83 
RND efflux pumps 
solvent tolerance in 
Gram-negative bacteria 
and, 743, 750-53, 
759-62 
[RNQ*] 
fungal prions and, 703, 
706, 708-11, 713-15, 
721, 724-27, 730 
rob gene 
solvent tolerance in 
Gram-negative bacteria 
and, 753 
Rock-paper-scissors model 
bacteriocins and, 127-29 
Roots 
soil and rhizosphere 
microbial communities, 
222-25 
Rosette agent 
Mesomycetozoea and, 
315-16, 319, 331, 334-35 
RPB1 protein 
microsporidia and, 102, 
106 
RPD3 gene 
yeast aging and, 779, 784 
RpoS sigma factor 
biofilms as complex 
differentiated 
communities and, 197 
RRF protein 
chromosome replication 
control in Caulobacter 
crescentus and, 646 
RTG genes 
yeast aging and, 773-75 
rtp gene 
bacterial chromosome 
segregation and, 583 
ruvC gene 
bacterial chromosome 
segregation and, 572 
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S 
Saccharomyces cerevisiae 
bacterial species and, 462 
drug resistance in Candida 
albicans and, 139, 141, 
148, 152-53, 155-56 
fungal prions and, 703-4, 
716-17, 728-29 
inteins and, 266, 270, 273, 
279 
transition metal transport in 
copper 
high-affinity transport, 
247-49 
low-affinity transport, 
249 
posttranscriptionai 
regulation, 250 
transcriptional 
regulation, 250 
introduction, 238 
iron, 238-39, 241-43 
ferrireductase, 239 
high-affinity transport, 
240-44 
low-affinity transport, 
245-46 
regulation of 
transport, 246-47 
siderophore transport, 
244-45 
manganese 
high-affinity transport, 
254-56 
regulation of 
transport, 256 
zinc 
high-affinity transport, 
251-52 
low-affinity transport, 
252 
posttranscriptional 
regulation, 253-54 
transcriptional 
regulation, 252-53 
yeast aging and, 769-86 
Saccharomycodes ludwigii 


fungal prions and, 729 
Sakacin A 
bacteriocins and, 120 
Salmonella typhimurium 
bacterial chromosome 
segregation and, 570 
bacterial genomics and 
gene expression, 600 
bioterrorism and, 171, 
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